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Survival motor-neuron gene, 1102
Susceptibility, genetic, 678, 1450 (L)
Susceptibility gene, 810 (E)
Symmetric elements, 1454 (L)
Synaptic transmission, 449 (L)
Syntaxin 1A, 449 (L)
Tafazzins, 868
Tauopathy, 1131
TDT (transmission/disequilibrium test), 238 (L), 439,
454, 774 (L), 778 (L), 1424
Testing
Children, 1163
Predictive, 945
Thiamine, 1335
TIGR, 1202 (L)
Tissue distribution, 1239
Tourette syndrome, 238 (L)
TPQ, 1144
Trabecular meshwork-inducible glucocorticoid re-
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X-linked, 571
Cardiomyopathy, 868
Gene, 862
X-Y homologous microsatellites, 719
XIST, 5 (E), 33
XLRP, 571
Xq26.2, 395
Xq28, 160, 379, 1053
Y chromosome, 251 (L), 462 (L)
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